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<400> 1 

cgagcccgca gccgcccgcc ggttcctctg ggatglccgt aggacccggg cattcaggac 60 
ggtagccgag cgagcccgag g atg gga ggg cac ccg cag etc egl etc gtc 111 
Met Gly Gly His Pro Gin Leu Arg Leu Val 
1 5 10 

aag gec ctt etc ctt ctg ggg ctg aac ccc gtc tct gec tec etc cag 1 59 
Lys Ala Leu Leu Leu Leu Gly Leu Asn Pro Val Ser Ala Ser Leu Gin 
15 20 25 

gac cag cac tgc gag age ctg tec ctg gec age aac ate tea gga ctg 207 
Asp Gin His Cys Glu Ser Leu Ser Leu Ala Ser Asn He Ser Gly Leu 
30 35 40 

cag tgc aac gca tec gtg gac etc att ggc acc tgc tgg ccc cgc age 255 
Gin Cys Asn Ala Ser Val Asp Leu He Gly Thr Cys Trp Pro Arg Ser 
45 50 55 

cct gcg ggg cag eta gtg gtt egg ccc tgc cct gec ttt ttc tat ggt 303 
Pro Ala Gly Gin Leu Val Val Arg Pro Cys Pro Ala Phe Phe Tyr Gly 
60 65 70 

gtc cgc tac aat acc aca aac aat ggc tac egg gag tgc ctg gee aat 351 
Val Arg Tyr Asn Thr Thr Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn 
75 " 80 85 90 

ggc age tgg gec gec cgc gtg aat tac tec gag tgc cag gag ate etc 399 
Gly Ser Trp Ala Ala Arg Val Asn Tyr Ser Glu Cys Gin Glu He Leu 
95 100 105 

aat gag gag aaa aaa age aag gtg cac tac cat gtc gca gtc ate ate 447 
Asn Glu Glu Lys Lys Ser Lys Val His Tyr His Val Ala Val He He 
110 115 120 

aac tac ctg ggc cac tgt ate tec ctg gtg gee etc ctg gtg gec ttt 495 
Asn Tyr Leu Gly His Cys lie Ser Leu Val Ala Leu Leu Val Ala Phe 
125 130 135 

gtc etc ttt ctg egg etc agg age ate egg tgc ctg cga aac ate ate 543 
Val Leu Phe Leu Arg Leu Arg Ser He Arg Cys Leu Arg Asn He He 
140 145 150 

cac tgg aac etc ate tec gee ttc ate ctg cgc aac gec acc tgg ttc 591 
His Trp Asn Leu He Ser Ala Phe He Leu Arg Asn Ala Thr Trp Phe 



155 160 165 170 

gtg gtc cag eta acc atg age ccc gag gle cac cag age aac gtg ggc 639 
Val Val Gin Leu Thr Mel Ser Pro Glu Val His Gin Ser Asn Val Gly 
175 180 185 

tgg tgc agg ttg gtg aca gee gee tac aac tac ttc cat gtg acc aac 687 
Tip Cys Arg Leu Val Thr Ala Ala Tyr Asn Tyr Phe His Val Thr Asn 
190 195 200 

ttc ttc tgg atg ttc ggc gag ggc tgc tac ctg cac aca gee ate gtg 735 
Phe Phe Trp Mel Phe Gly Glu Gly Cys Tyr Leu His Thr Ala lie Val 
205 210 215 

etc acc tac tec act gac egg ctg cgc aaa tgg atg ttc ate tgc att 783 
Leu Thr Tyr Ser Thr Asp Arg Leu Arg Lys Trp Met Phe He Cys lie 
220 225 230 

ggc tgg ggt gtg ccc ttc ccc ate att gtg gee tgg gee att ggg aag 83 1 
Gly Trp Gly Val Pro Phe Pro lie He Val Ala Trp Ala He Gly Lys 
235 240 245 250 

■ ctg tac tac gac aat gag aag tgc tgg ttt ggc aaa agg cct ggg gtg 879 
. Leu Tyr Tyr Asp Asn Glu Lys Cys Trp Phe Gly Lys Arg Pro Gly Val 
255 260 265 

tac acc gac tac ate tac cag ggc ccc atg ate ctg gtc ctg ctg ate 927 
Tyr Thr Asp Tyr lie Tyr Gin Gly Pro Met He Leu Val Leu Leu He 
270 275 280 

aat Itc ate ttc clt ttc aac ate gtc cgc ate etc atg acc aag etc 975 
Asn Phe lie Phe Leu Phe Asn He Val Arg He Leu Met Thr Lys Leu 
285 290 295 

egg gca tec acc acg tct gag acc att cag tac agg aag get gtg aaa 1023 
Arg Ala Ser Thr Thr Ser Glu Thr He Gin Tyr Arg Lys Ala Val Lys 
300 305 310 

gee act ctg gtg ctg ctg ccc etc ctg ggc ate acc tac atg ctg ttc 1071 
Ala Thr Leu Val Leu Leu Pro Leu Leu Gly lie Thr Tyr Met Leu Phe 
315 320 325 330 

ttc gtc aat ccc ggg gag gat gag gtc tec egg gtc gtc ttc ate tac 1119 
Phe Val Asn Pro Gly Glu Asp Glu Val Ser Arg Val Val Phe lie Tyr 
335 340 345 
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ttc aac tec Uc ctg gaa lec lie cag ggc tic ttt gtg let gtg Uc 1 1 67 
Phe Asn SerPhe Leu Glu Ser Phe Gin Gly Phe Phe Val Ser Val Phe 
350 355 360 

tac tgt ttc etc aat agt gag gtc cgt tct gec ale egg aag agg tgg 1215 
Tyr Cys Phe Leu Asn Ser Glu Val Arg Ser Ala He Arg Lys Arg Trp 
365 370 375 

cac egg tgg cag gac aag cac teg ale cgt gec cga gtg gee cgt gee 1 263 
His Arg Trp Gin Asp Lys His Ser He Arg Ala Arg Val Ala Arg Ala 
380 385 390 

atg tec ate ccc ace tec cca ace cgt gtc age ttt cac age ate aag 1311 
Met Ser He Pro Thr Ser Pro Thr Arg Val Ser Phe His Ser He Lys 
395 400 405 410 

cag tec aca gca gtc tgagctggca ggtcatggag cagcccccaa agagctgtgg 1 366 
Gin Ser Thr Ala Val 
415 

ctggggggat gaeggecagg ctccctgacc accctgcctg tggaggtgac ctgttaggtc 1 426 
tcatgcccac tcccccagga gcagctggca ctgacagcct gggggggccg ctctccccct 1486 
geagcegtg 1495 

<210>2 
<211>415 
<212> PRT 
<213> Homo sapiens 

<400> 2. 

Met Gly Gly His Pro Gin Leu Arg Leu Val Lys Ala Leu Leu Leu Leu 
1 5 10 15 

Gly Leu Asn Pro Val Ser Ala Ser Leu Gin Asp Gin His Cys Glu Ser 

20 25 30 

Leu Ser Leu Ala Ser Asn lie Ser Gly Leu Gin Cys Asn Ala Ser Val 

35 40 45 

Asp Leu lie Gly Thr Cys Trp Pro Arg Ser Pro Ala Gly Gin Leu Val 

50 55 60 

Val Arg Pro Cys Pro Ala Phe Phe Tyr Gly Val Arg Tyr Asn Thr Thr 
65 70 75 80 

Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn Gly Ser Trp Ala Ala Arg 

85 90 95 

Val Asn Tyr Ser Glu Cys Gin Glu He Leu Asn Glu Glu Lys Lys Ser 
100 105 110 



5 



Lys Val His Tyr His Val Ala Val lie He Asn Tyr Leu Gly His Cys 

115 120 125 

He Ser Leu Val Ala Leu Leu Val Ala Phe Val Leu Phe Leu Arg Leu 

130 135 140 

Arg Ser He Arg Cys Leu Arg Asn He He His Tip Asn Leu He Ser 
145 150 155 160 

Ala Phe He Leu Arg Asn Ala Thr Tip Phe Val Val Gin Leu Thr Met 

165 170 175 

Ser Pro Glu Val His Gin Ser Asn Val Gly Tip Cys Arg Leu Val Thr 

180 185 190 

Ala Ala Tyr Asn Tyr Phe His Val Thr Asn Phe Phe Trp Met Phe Gly 

195 ' 200 205 

Glu Gly Cys Tyr Leu His Thr Ala He Val Leu Thr Tyr Ser Thr Asp 

210 . 215 220 

Arg Leu Arg Lys Trp Met Phe lie Cys He Gly Trp Gly Val Pro Phe 
225 230 235 240 

Pro He He Val Ala Trp Ala He Gly Lys Leu Tyr Tyr Asp Asn Glu 

245 250 255 

Lys Cys Trp Phe Gly Lys Arg Pro Gly Val Tyr Thr Asp Tyr He Tyr 

260 265 270 

Gin Gly Pro Met He Leu Val Leu Leu He Asn Phe He Phe Leu Phe 

275 280 285 

• Asn He Val Arg He Leu Met Thr Lys Leu Arg Ala Ser Thr Thr Ser 

290 295 300 

Glu Thr He Gin Tyr Arg Lys Ala Val Lys Ala Thr Leu Val Leu Leu 
305 310 315 320 

Pro Leu Leu Gly He Thr Tyr Met Leu Phe Phe Val Asn Pro Gly Glu 

325 330 335 

Asp Glu Val Ser Arg Val Val Phe He Tyr Phe Asn Ser Phe Leu Glu 

340 345 350 

Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr Cys Phe Leu Asn Ser 

355 360 365 

Glu Val Arg Ser Ala lie Arg Lys Arg Trp His Arg Trp Gin Asp Lys 

370 375 380 

His Ser He Arg Ala Arg Val Ala Arg Ala Met Ser He Pro Thr Ser 
385 390 395 " 400 

Pro Thr Arg Val Ser Phe His Ser He Lys Gin Ser Thr Ala Val 
405 410 415 



<210> 3 

<211> 87 

<212>DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 
<222>(1)...(87) 

<223> CRF-R splice variant insert fragment 



<400> 3 

cca ggc tgc acc cat tgg ggt gac cag gca gat gga gcc ctg gag gig 48 
Pro Gly Cys Thr His Trp Gly Asp Gin Ala Asp Gly Ala Leu Glu Val 
15 10 15 

ggg get cca tgg agt ggt gcc cca tit cag gtt cga agg 87 
Gly Ala Pro Trp Ser Gly Ala Pro Phe Gin Val Arg Arg 
20 ' 25 



<210>4 

<211>29 

<212>PRT 

<2 1 3> Homo sapiens 

<400> 4 

Pro Gly Cys Thr His Trp Gly Asp Gin Ala Asp Gly Ala Leu Glu Val 
1 " 5 10 15 

Gly Ala Pro Trp Ser Gly Ala Pro Phe Gin Val Arg Arg 
20 25 

<210> 5 
<211>1411 
<212>DNA 
<213> Rattus 

<220> 
<221>CDS 
<222> (80)...(1324) 

<400> 5 

agaccgcagc cgcccgccct ccgclctggg atglcggagc gatccaggca tccaggacgc 60 
tgacggagcg ageccgagg atg gga egg cgc ccg cag etc egg etc gtg aag 112 
Met Gly Arg Arg Pro Gin Leu Arg Leu Val Lys 
15 10 

gcc ctt etc ctt ctg ggg ctg aac cct gtg tec acc tec ctt cag gat 1 60 
Ala Leu Leu Leu Leu Gly Leu Asn Pro Val Ser Thr Ser Leu Gin Asp 
15 20 25 



cag cgc tgt gag aac ctg tec ctg acc age aat gtt tct ggc ctg cag 



208 
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Gin Arg Cys Glu Asn Leu Ser Leu Thr Ser Asn Val Ser Gly Leu Gin 
30 35 40 

tgc aat gca tec gtg gac etc alt ggc ace tgc tgg ccc egg age cct 256 
Cys Asn Ala Ser Val Asp Leu He Gly Thr Cys Trp Pro Arg Ser Pro 
45 50 55 

gcg ggc cag ttg gtg gtc cga ccc tgc cct gec ttt ttc tac ggt gtc 304 
Ala Gly Gin Leu Val Val Arg Pro Cys Pro Ala Phe Phe Tyr Gly Val 
60 65 70 75 

cgc tac aac acg aca aac aat ggc tac egg gag tgc ctg gec aac ggc 352 
Arg Tyr Asn Thr Thr Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn Gly 
80 85 90 

age tgg gca gec cgt gtg aat tat tct gag tgc cag gag att etc aac 400 
Ser Trp Ala Ala Arg Val Asn Tyr Ser Glu Cys Gin Glu He Leu Asn 
95 100 105 

gaa gag aag aag age aaa gta cac tac cat gtt gca gtc ate ate aac 448 
Glu Glu Lys Lys Ser Lys Val His Tyr His Val Ala Val He He Asn 
110 115 120 

tac ctg ggt cac tgc ate tec ctg gta gec etc ctg gtg gee lit gtc 496 
Tyr Leu Gly His Cys lie Ser Leu Val Ala Leu Leu Val Ala Phe Val 
125 130 135 

etc ttc ttg egg etc agg age ate egg tgc ctg aga aac ate ale cac 544 
Leu Phe Leu Arg Leu Arg Ser He Arg Cys Leu Arg Asn He He His 
140 145 150 ' ' 155 

tgg aac etc ate teg get ttc ate eta cgc aac gec acg tgg ttt gtg 592 
Tip Asn Leu He Ser Ala Phe He Leu Arg Asn Ala Thr Trp Phe Val 
160 165 170 

gtc cag etc ace gtg age ccc gag gtg cac cag age aat gtg gec tgg 640 
Val Gin Leu Thr Val Ser Pro Glu Val His Gin Ser Asn Val Ala Trp 
175 180 185 

tgt agg ttg gtg aca gec gee tac aat tac ttc cat gta acc aac ttc 688 
Cys Arg Leu Val Thr Ala Ala Tyr Asn Tyr Phe His Val Thr Asn Phe 
190 195 200 

ttc tgg atg ttc ggt gag ggc tgc tac ctg cac aca gec att gtg etc 736 
Phe Trp Met Phe Gly Glu Gly Cys Tyr Leu His Thr Ala He Val Leu 
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205 210 215 

acg tac tec acc gac cgt ctg cgc aag tgg atg ttc gtc (gc att ggc 784 
Thr Tyr Ser Thr Asp Arg Leu Arg Lys Trp Met Phe Val Cys He Giy 
220 225 230 235 

tgg ggt gta cct ttc ccc ate att gtg get tgg gec att ggg aag ctg 832 
Trp Gly Val Pro Phe Pro He He Val Ala Trp Ala He Gly Lys Leu 
240 245 250 

cac tac gac aat gaa aag tgc tgg ttt ggc aaa cgt cct ggg gta tac 880 
His Tyr Asp Asn GIu Lys Cys Trp Phe Gly Lys Arg Pro Gly Val Tyr 
255 260 265 

act gac tac ate tac cag ggc ccc atg ate ctg gtc ctg ctg ate aac 928 
Thr Asp Tyr He Tyr Gin Gly Pro Met lie Leu Val Leu Leu He Asn 
270 275 280 

ttt ate ttt etc ttc aac att gtc cgc ate etc atg acc aaa etc egg 976 
Phe He Phe Leu Phe Asn He Val Arg He Leu Met Thr Lys Leu Arg 
285 290 295 

, gca tec act aca tct gag acc att cag tac agg aag get gtg aag gee 1024 
Ala Ser Thr Thr Ser Glu Thr He Gin Tyr Arg Lys Ala Val Lys Ala 
300 305 310 315 

act ctg gtg etc ctg ccc ctt ctg ggc ate acc tac atg ttg ttc ttc 1072 
Thr Leu Val Leu Leu Pro Leu Leu Gly He Thr Tyr Met Leu Phe Phe 
320 325 330 

gtc aac cct gga gag gac gag gtc tec agg gtc gtc ttc ate tac ttc 1 1 20 
Val Asn Pro Gly Glu Asp Glu Val Ser Arg Val Val Phe He Tyr Phe 
335 340 345 

aac tct ttt ctg gag tec ttt cag ggc ttc ttt gtg tct gtg ttc tac 1 168 
Asn Ser Phe Leu Glu Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr 
350 355 360 

tgt ttt ctg aac agt gag gtc cgc tec get ate egg aag agg tgg cgt 1216 
Cys Phe Leu Asn Ser Glu Val Arg Ser Ala He Arg Lys Arg Trp Arg 
365 370 375 

c gg *gg ca g g a c aag cac tec ate aga gee cga gtg gee cga get atg 1 264 
Arg Trp Gin Asp Lys His Ser He Arg Ala Arg Val Ala Arg Ala Met 
380 385 390 395 
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tec ate ccc ace tec ccg ace aga gle age ttt cac age ate aag cag 1312 
Ser He Pro Thr Ser Pro Thr Arg Val Ser Phe His Ser lie Lys Gin 
400 405 410 

tec aca gca gtg tgagctccag gccacagagc agcccccaag acctgaggcc 1 364 
Ser Thr Ala Val 
415 

ggggagatga Igcaagctca ctgacgagcc aglctgcaga egcaage 1411 

<210> 6 
<211>415 
<212> PRT 
<213> Rattus 

<400> 6 

Met Gly Arg Arg Pro Gin Leu Arg Leu Val Lys Ala Leu Leu Leu Leu 
1 5 10 15 

Gly Leu Asn Pro Val Ser Thr Ser Leu Gin Asp Gin Arg Cys Glu Asn 

20 25 30 

Leu Ser Leu Thr Ser Asn Val Ser Gly Leu Gin Cys Asn Ala Ser Val 

35 40 45 ' 

Asp Leu He Gly Thr Cys Trp Pro Arg Ser Pro Ala Gly Gin Leu Val 

50 55 60 

Val Arg Pro Cys Pro Ala Phe Phe Tyr Gly Val Arg Tyr Asn Thr Thr 
65 " 70 75 80 

Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn Gly Ser Trp Ala Ala Arg 

85 90 95 

Val Asn Tyr Ser Glu Cys Gin Glu He Leu Asn Glu Glu Lys Lys Ser 

100 105 110 

Lys Val His Tyr His Val Ala Val He lie Asn Tyr Leu Gly His Cys 

115 120 125 

He Ser Leu Val Ala Leu Leu Val Ala Phe Val Leu Phe Leu Arg Leu 

130 135 140 

Arg Ser He Arg Cys Leu Arg Asn lie He His Trp Asn Leu He Ser 
145 150 155 160 

Ala Phe He Leu Arg Asn Ala Thr Trp Phe Val Val Gin Leu Thr Val 

165 170 175 

Ser Pro Glu Val His Gin Ser Asn Val Ala Trp Cys Arg Leu Val Thr 

180 185 190 

Ala Ala Tyr Asn Tyr Phe His Val Thr Asn Phe Phe Trp Met Phe Gly 

195 200 205 

Glu Gly Cys Tyr Leu His Thr Ala He Val Leu Thr Tyr Ser Thr Asp 
210 215 220 
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Arg Leu Arg Lys Trp Met Phe Val Cys He Gly Tip Gly Val Pro Phc 

225 230 235 240 

Pro He He Val Ala Tip Ala He Gly Lys Leu His Tyr Asp Asn Glu 

245 250 255 

Lys Cys Trp Phe Gly Lys Arg Pro Gly Val Tyr Thr Asp Tyr He Tyr 

260 265 270 

Gin Gly Pro Met He Leu Val Leu Leu He Asn Phe He Phe Leu Phe 

275 280 285 

Asn He Val Arg He Leu Met Thr Lys Leu Arg Ala Ser Thr Thr Ser 

290 295 300 

Glu Thr He Gin Tyr Arg Lys Ala Val Lys Ala Thr Leu Val Leu Leu 
305 310 315 320 

Pro Leu Leu Gly He Thr Tyr Met Leu Phe Phe Val Asn Pro Gly Glu 

325 330 335 

Asp Glu Val Ser Arg Val Val Phe lie Tyr Phe Asn Ser Phe Leu Glu 

340 345 350 

Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr Cys Phe Leu Asn Ser 

355 360 365 

Glu Val Arg Ser Ala lie Arg Lys Arg Trp Arg Arg Trp Gin Asp Lys 

370 ~ 375 380 
His Ser lie Arg Ala Arg Val Ala Arg Ala Met Ser He Pro Thr Ser 
385 390 395 400 

' Pro Thr Arg Val Ser Phe His Ser lie Lys Gin Ser Thr Ala Val 
405 410 415 

<210> 7 

<211>210 

<212>DNA 

<213> Mus musculus 

<220> 

<221>CDS 

<222>(1)...(210) 

<400> 7 

tgg tgc cgc tgc ate ace ace ate ttc aac tat ttt gtg gtc acc aac 48 
Trp Cys Arg Cys He Thr Thr He Phe Asn Tyr Phe Val Val Thr Asn 
15 10 15 

ttc ttc tgg atg ttt gtg gag ggg tgc tac ctg cac acg gee alt gtc 96 
Phe Phe Trp Met Phc Val Glu Gly Cys Tyr Leu His Thr Ala He Val 
20 25 30 

atg acg lac tec aca gag cac ctg cgc aag tgg ell tic etc tic att 1 44 
Met Thr Tyr Ser Thr Glu His Leu Arg Lys Trp Leu Phe Leu Phe He 
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35 40 45 

gga tgg tgc att ccc tgc cct ate ate ate gec tgg gca gtt ggc aaa 1 92 
Gly Trp Cys He Pro Cys Pro lie He He Ala Trp Ala Val Gly Lys 
50 55 60 

etc tac tat gag aat gag 210 
Leu Tyr Tyr Glu Asn Glu 
65 70 



<2I0> 8 

<21 1> 70 

<212> PRT 

<2 1 3> Mus musculus 

<400> 8 

Trp Cys Arg Cys He Thr Thr lie Phe Asn Tyr Phe Val Val Thr Asn 
1 5 10 15 

Phe Phe Trp Met Phe Val Glu Gly Cys Tyr Leu His Thr Ala He Val 

20 25 30 

Met Thr Tyr Ser Thr Glu His Leu Arg Lys Trp Leu Phe Leu Phe lie 

35 40 45 

Gly Trp Cys He Pro Cys Pro He He He Ala Trp Ala Val Gly Lys 

50 55 60 

Leu Tyr Tyr Glu Asn Glu 
65 70 

<210>9 
<211> 1374 
<212> DNA 
<213> Mus musculus 

<220>. 

<221> CDS 

<222>(79)...(1371) 

<400> 9 

geeggacaga cctcctttgg aagcagccac ttctggtccc catccctgga gegatcgage 60 
ggcaggatct gctgtccc atg ggg acc cca ggc tct ctt ccc agt gca cag 1 1 1 
Met Gly Thr Pro Gly Ser Leu Pro Ser Ala Gin 
15 10 

ctt etc etc tgc ctg ttt tec ctg ctt cca gtg etc cag gtg gec caa 1 59 
Leu Leu Leu Cys Leu Phe Ser Leu Leu Pro Val Leu Gin Val Ala Gin 
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15 20 25 

cca ggc cag gca ccc cag gac cag ccc ctg tgg aca ctl ttg gag cag 207 
Pro Gly Gin Ala Pro Gin Asp Gin Pro Leu Trp Thr Leu Leu Glu Gin 
30 35 40 

tac tgc cac agg acc aca alt ggg aat tit tea ggt ccc tac acc tac 255 
Tyr Cys His Arg Thr Thr He Gly Asn Phe Ser Gly Pro Tyr Thr Tyr 
45 50 55 

tgc aac acg acc ttg gac cag ate ggg acc tgc tgg cca cag age gca 303 
Cys Asn Thr Thr Leu Asp Gin lie Gly Thr Cys Tip Pro Gin Ser Ala 
60 65 70 75 

ccc gga gec eta gta gag aga ccg tgc ccc gag tac ttc aat ggc ate 351 
Pro Gly Ala Leu Val Glu Arg Pro Cys Pro Glu Tyr Phe Asn Gly He 
80 85 90 

aag tac aac acg acc egg aat gee tac aga gag tgc ctg gag aac ggg 399 
Lys Tyr Asn Thr Thr Arg Asn Ala Tyr Arg Glu Cys Leu Glu Asn Gly 
95 100 105 

acc tgg gec tea agg gtc aac tac tea cac tgc gaa ccc att ttg gat 447 
Thr Trp Ala Ser Arg Val Asn Tyr Ser His Cys Glu Pro He Leu Asp 
110 115 120 

gac aag cag aga aag tat gac ctg cat tac cga ate gec etc att gtc 495 
Asp Lys Gin Arg Lys Tyr Asp Leu His Tyr Arg He Ala Leu He Val 
125 130 135 

aac tac ctg ggt cac tgt gtt tec gtg gtg gec ctg gtg gec get ttc 543 
Asn Tyr Leu Gly His Cys Val Ser Val Val Ala Leu Val Ala Ala Phe 
140 145 150 155 

ctg ctt ttc eta gtg ctg egg agt ate cgc tgc ctg agg aat gtg ate 591 
Leu Leu Phe Leu Val Leu Arg Ser He Arg Cys Leu Arg Asn Val lie 
160 165 170 

cac tgg aac etc ate acc acc ttc att ctg aga aac ate gcg tgg ttc 639 
His Trp Asn Leu He Thr Thr Phe He Leu Arg Asn lie Ala Trp Phe 
175 180 185 

ctg ctg caa etc ate gac cac gaa gtg cac gag ggc aat gag gtc tgg 687 
Leu Leu Gin Leu lie Asp His Glu Val His Glu Gly Asn Glu Val Trp 
190 195 200 
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tgc cgc tgc ale acc acc ale tic aac lal lit gig gle acc aac tic 735 
Cys Arg Cys He Thr Thr He Phe Asn Tyr Phe Val Val Thr Asn Phe 
205 210 215 

tic tgg atg ttt gtg gag ggc tgc lac clg cac acg gec att gtc atg 783 
Phe Tip Met Phe Val Glu Gly Cys Tyr Leu His Thr Ala He Val Met 
220 225 230 235 

acg tac tec aca gag cac clg cgc aag tgg ctt ttc etc tic att gga 83 1 
Thr Tyr Ser Thr Glu His Leu Arg Lys Trp Leu Phe Leu Phe He Gly 
240 245 250 

tgg tgc att ccc tgc cct ale ate ate gee tgg gca gtt ggc aaa etc 879 
Trp Cys He Pro Cys Pro He He He Ala Trp Ala Val Gly Lys Leu 
255 260 265 

tac tat gag aat gag cag tgc tgg ttt ggc aag gaa get ggt gat ttg 927 
Tyr Tyr Glu Asn Glu Gin Cys Trp Phe Gly Lys Glu Ala Gly Asp Leu 
270 275 280 

gtg gac tac ate tac cag ggc ccc gtc atg ctt gtg ctg ttg ate aat 975 
• Val Asp Tyr lie Tyr Gin Gly Pro Val Met Leu Val Leu Leu He Asn 
285 290 295 

ttt gta ttt ctg ttt aac ate gtc agg ate ctg atg acg aag tta cga 1 023 
Phe Val Phe Leu Phe Asn He Val Arg He Leu Met Thr Lys Leu Arg 
300 305 310 315 

gca tec acc acg tec gag aca ate caa tac agg aag gca gtg aag gee 1 07 1 
Ala Ser Thr Thr Ser Glu Thr He Gin Tyr Arg Lys Ala Val Lys Ala 
320 325 330 

acg ctg gtc etc etc ccc ctg ttg ggc ale acc tac atg etc ttc ttt 1119 
Thr Leu Val Leu Leu Pro Leu Leu Gly He Thr Tyr Met Leu Phe Phe 
335 340 345 

gtc aat cct ggc gag gac gac ctg tec cag alt gtg ttc ate tac ttc 1 1 67 
Val Asn Pro Gly Glu Asp Asp Leu Ser Gin lie Val Phe lie Tyr Phe 
350 355 360 

aac tct ttc ctg cag lee ttc cag ggt tic tit gtg tec gtt tic tac 1215 
Asn Ser Phe Leu Gin Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr 
365 370 375 
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tgc ttc ttc aat gga gag gig cgc gcg gcc ctg aga aag egg igg cac 1 263 
Cys Phc Phc Asn Gly Glu Val Arg Ala Ala Leu Arg Lys Arg Tip His 
380 385 390 395 

cgc tgg cag gac cac cac gcc etc egg gtg cct gtg gcc egg gcc atg 1311 
Arg Trp Gin Asp His His Ala Leu Arg Val Pro Val Ala Arg Ala Mel 
400 405 410 

tec ale cct acg teg ccc acc agg ate age ttc cac age ate aag cag 1359 
Ser He Pro Thr Ser Pro Thr Arg He Ser Phe His Ser He Lys Gin 
415 420 425 

aca get get gtg tga 1 374 

Thr Ala Ala Val 
430 



<210> 10 

<211>431 

<212>PRT 

<2 1 3> Mus musculus 

<400> 10 

Met Gly Thr Pro Gly Ser Leu Pro Ser Ala Gin Leu Leu Leu Cys Leu 
15 10 15 

Phe Ser Leu Leu Pro Val Leu Gin Val Ala Gin Pro Gly Gin Ala Pro 

20 25 30 

Gin Asp Gin Pro Leu Trp Thr Leu Leu Glu Gin Tyr Cys His Arg Thr 

35 40 45 

Thr He Gly Asn Phe Ser Gly Pro Tyr Thr Tyr Cys Asn Thr Thr Leu 

50 55 60 

Asp Gin He Gly Thr Cys Trp Pro Gin Ser Ala Pro Gly Ala Leu Val 
65 70 75 80 

Glu Arg Pro Cys Pro Glu Tyr Phe Asn Gly He Lys Tyr Asn Thr Thr 

85 90 95 

Arg Asn Ala Tyr Arg Glu Cys Leu Glu Asn Gly Thr Trp Ala Ser Arg 

100 105 110 

Val Asn Tyr Ser His Cys Glu Pro He Leu Asp Asp Lys Gin Arg Lys 

115 120 125 

Tyr Asp Leu His Tyr Arg He Ala Leu He Val Asn Tyr Leu Gly His 

130 135 140 

Cys Val Ser Val Val Ala Leu Val Ala Ala Phe Leu Leu Phc Leu Val 
145 150 155 160 

Leu Arg Ser He Arg Cys Leu Arg Asn Val lie His Trp Asn Leu He 
165 170 175 
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Thr Thr Phe He Leu Arg Asn lie Ala Trp Phe Leu Leu Gin Leu He 

180 185 190 

Asp His Glu Val His Glu Gly Asn Glu Val Trp Cys Arg Cys He Thr 

195 200 205 

Thr lie Phe Asn Tyr Phe Val Val Thr Asn Phe Phe Trp Met Phe Val 

210 215 220 

Glu Gly Cys Tyr Leu His Thr Ala He Val Met Thr Tyr Ser Thr Glu 
225 230 235 240 

His Leu Arg Lys Trp Leu Phe Leu Phe He Gly Trp Cys He Pro Cys 

245 250 255 

Pro He lie He Ala Trp Ala Val Gly Lys Leu Tyr Tyr Glu Asn Glu 

260 265 270 

Gin Cys Trp Phe Gly Lys Glu Ala Gly Asp Leu Val Asp Tyr lie Tyr 

275 280 285 

Gin Gly Pro Val Met Leu Val Leu Leu He Asn Phe Val Phe Leu Phe 

290 295 300 

Asn He Val Arg He Leu Met Thr Lys Leu Arg Ala Ser Thr Thr Ser 
305 310 315 320 

Glu Thr lie Gin Tyr Arg Lys Ala Val Lys Ala Thr Leu Val Leu Leu 

325 330 335 

Pro Leu Leu Gly He Thr Tyr Met Leu Phe Phe Val Asn Pro Gly Glu 

340 345 350 

• Asp Asp Leu Ser Gin He Val Phe He Tyr Phe Asn Ser Phe Leu Gin 

355 360 365 

Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr Cys Phe Phe Asn Gly 

370 375 380 

Glu Val Arg Ala Ala Leu Arg Lys Arg Trp His Arg Trp Gin Asp His 
385 ~ 390 395 400 

His Ala Leu Arg Val Pro Val Ala Arg Ala Met Ser He Pro Thr Ser 

405 410 415 

Pro Tlir Arg lie Ser Phe His Ser He Lys Gin Thr Ala Ala Val 
420 425 430 

<210> 11 
<211>23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> "sense" probe for CRF-RB1 
<400> 1 1 

ctgcatcacc accatcttca act 23 



<210> 12 
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<211>20 
<212>DNA 

<213> Artificial Sequence 
<220> 

<223> "antisense" probe for CRF-RJB 1 

<400> 12 
agccacttgc gcaggtgctc 

<210> 13 

<211>415 

<212> PRT 

<2 1 3> Mus musucus 



<400> 13 

Met Gly Gin Arg Pro Gin Leu Arg Leu Val Lys Ala Leu Leu Leu Leu 
1 5 10 15 

Gly Leu Asn Pro Val Ser Thr Ser Leu Gin Asp Gin Gin Cys Glu Ser 

20 25 30 

Leu Ser Leu Ala Ser Asn Val Ser Gly Leu Gin Cys Asn Ala Ser Val 

35 40 45 

•Asp Leu He Gly Thr Cys Trp Pro Arg Ser Pro Ala Gly Gin Leu Val 

50 55 60 

Val Arg Pro Cys Pro Ala Phe Phe Tyr Gly Val Arg Tyr Asn Thr Thr 
65 70 75 80 

Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn Gly Ser Trp Ala Ala Arg 

85 90 95 

Val Asn Tyr Ser Glu Cys Gin Glu He Leu Asn Glu Glu Lys Lys Ser 

100 105 no 

Lys ValHis Tyr His He Ala Val He He Asn Tyr Leu Gly His Cys 

lie Ser Leu Val Ala Leu Leu Val Ala Phe Val Leu Phe Leu Arg Leu 
130 135 140 

Arg Ser He Arg Cys Leu Arg Asn lie lie His Trp Asn Leu He Ser 

145 150 155 160 

Ala Phe lie Leu Arg Asn Ala Thr Trp Phe Val Val Gin Leu Thr Val 

165 170 175 

Ser Pro Glu Val His Gin Ser Asn Val Ala Trp Cys Arg Leu Val Thr 

180 185 190 

Ala Ala Tyr Asn Tyr Phe His Val Thr Asn Phe Phe Trp Met Phe Gly 

195 200 205 

Glu Gly Cys Tyr Leu His Thr Ala He Val Leu Thr Tyr Ser Thr Asp 

210 215 220 

Arg Leu Arg Lys Trp Met Phe Val Cys He Gly Trp Gly Val Pro Phe 
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225 230 235 240 

Pro He He Val Ala Trp Ala lie Gly Lys Leu Tyr Tyr Asp Asn Glu 

245 250 255 

Lys Cys Trp Phe Gly Lys Arg Pro Gly Val Tyr Thr Asp Tyr He Tyr 

260 265 270 

Gin Gly Pro Met He Leu Val Leu Leu He Asn Phe He Phe Leu Phe 

275 280 285 

Asn He Val Arg He Leu Met Thr Lys Leu Arg Ala Ser Thr Thr Ser 

290 295 300 

Glu Thr He Gin Tyr Arg Lys Ala Val Lys Ala Thr Leu Val Leu Leu 
305 310 315 320 

Pro Leu Leu Gly lie Thr Tyr Met Leu Phe Phe Val Asn Pro Gly Glu 

325 330 335 

Asp Glu Val Ser Arg Val Val Phe lie Tyr Phe Asn Ser Phe Leu Glu 

340 345 350 

Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr Cys Phe Leu Asn Ser 

355 360 365 

Glu Val Arg Ser Ala He Arg Lys Arg Trp Arg Arg Trp Gin Asp Lys 

370 375 380 

His Ser He Arg Ala Arg Val Ala Arg Ala Met Ser He Pro Thr Ser 
385 390 395 400 

Pro Thr Arg Val Ser Phe His Ser He Lys Gin Ser Thr Ala Val 
405 410 415 

<210> 14 

<211> 1582 

<212>DNA 

<2 1 3> Homo sapiens 

<220> 

<221>CDS 

<222>(82)...(1413) 

<223> CRF-R splice-variant insert fragment inserted 
between nucleotides 5 1 6-5 1 7 of SEQ ID NO: 1 . 
/note= "This sequence is contained in clone 
"CRF-R2"." 

<400> 14 

cgagcccgca gccgcccgcc ggttcctctg ggatgtccgt aggacccggg cattcaggac 
ggtagccgag cgagcccgag g atg gga ggg cac ccg cag etc cgt etc gtc 1 1 

Met Gly Gly His Pro Gin Leu Arg Leu Val 

1 5 10 

aag gec ctt etc ctt ctg ggg ctg aac ccc gtc tct gec tec etc cag 1 59 
Lys Ala Leu Leu Leu Leu Gly Leu Asn Pro Val Ser Ala Ser Leu Gin 
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15 20 25 

gac cag cac tgc gag age ctg tec ctg gec age aac ate tea gga ctg 207 
Asp Gin His Cys Glu Ser Leu Scr Leu Ala Ser Asn He Ser Gly Leu 
30 * 35 40 

cag' tgc aac gca tec gtg gac etc att ggc acc tgc tgg ccc cgc age 255 
Gin Cys Asn Ala Ser Val Asp Leu lie Gly Thr Cys Trp Pro Arg Ser 
45 50 55 

cc * gcg ggg cag eta gtg gtt egg ccc tgc cct gee ttt ttc tat ggt 303 
Pro Ala Gly Gin Leu Val Val Arg Pro Cys Pro Ala Phe Phe Tyr Gly 
60 65 70 

gtc cgc tac aat acc aca aac aat ggc tac egg gag tgc ctg gec aat 351 
Val Arg Tyr Asn Thr Thr Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn 
75 80 85 90 

ggc age tgg gec gec cgc gtg aat tac tec gag tgc cag gag ate etc 399 
Gly Ser Trp Ala Ala Arg Val Asn Tyr Ser Glu.Cys Gin Glu He Leu 
95 100 105 

( aat gag gag aaa aaa age aag gtg cac tac cat gtc gca gtc ate ate 447 
Asn Glu Glu Lys Lys Ser Lys Val His Tyr His Val Ala Val lie He 
110 115 120 

aac tac ctg ggc cac tgt ate tec ctg gtg gec etc ctg gtg gec ttt 495 
Asn Tyr Leu Gly His Cys He Ser Leu Val Ala Leu Leu Val Ala Phe 
125 130 135 

gtc etc ttt ctg egg etc agg cca ggc tgc acc cat tgg ggt gac cag 543 
Val Leu Phe Leu Arg Leu Arg Pro Gly Cys Thr His Trp Gly Asp Gin 
140 145 150 

gca gat gga gec ctg gag gtg ggg get cca tgg agt ggt gec cca ttt 591 
Ala Asp Gly Ala Leu Glu Val Gly Ala Pro Trp Ser Gly Ala Pro Phe 
155 160 165 170 

cag gtt cga agg age ate egg tgc ctg cga aac ate ate cac tgg aac 639 
Gin Val Arg Arg Ser lie Arg Cys Leu Arg Asn He He His Trp Asn 
175 ^ 180 185 

etc ate tec gec ttc ate ctg cgc aac gec acc tgg ttc gtg gtc cag 687 
Leu He Ser Ala Phe He Leu Arg Asn Ala Thr Trp Phe Val Val Gin 
190 195 . 200 
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eta acc atg age ccc gag gle cac cag age aac gtg ggc tgg tgc agg 735 
Leu Thr Met Ser Pro Glu Val His Gin Ser Asn Val Gly Trp Cys Arg 
205 210 215 

ttg gtg aca gee gee tac aac tac ttc cat gtg acc aac tie ttc tgg 783 
Leu Val Thr Ala Ala Tyr Asn Tyr Phe His Val Thr Asn Phe Phe Trp 
220 225 230 

atg ttc ggc gag ggc tgc .tac ctg cac aca gee ate gig etc acc tac 831 
Met Phe Gly Glu Gly Cys Tyr Leu His Thr Ala He Val Leu Thr Tyr 
235 240 245 250 

tec act gac egg ctg cgc aaa tgg atg ttc ate tgc att ggc tgg ggt 879 
Ser Thr Asp Arg Leu Arg Lys Trp Met Phe He Cys He Gly Trp Gly 
255 260 265 

gtg ccc ttc ccc ate att gtg gee tgg gee att ggg aag ctg tac tac 927 
Val Pro Phe Pro He He Val Ala Trp Ala lie Gly Lys Leu Tyr Tyr 
270 275 280 

gac aat gag aag tgc tgg tit ggc aaa agg cct ggg gtg tac acc gac 975 
Asp Asn Glu Lys Cys Trp Phe Gly Lys Arg Pro Gly Val Tyr Thr Asp 
285 290 295 

tac ate tac cag ggc ccc atg ate ctg gtc ctg ctg ate aat ttc ate 1 023 
Tyr He Tyr Gin Gly Pro Met He Leu Val Leu Leu He Asn Phe He 
300 305 310 

ttc ctt ttc aac ate gtc cgc ate etc atg acc aag etc egg gca tec 1 07 1 
Phe Leu Phe Asn lie Val Arg He Leu Met Thr Lys Leu Arg Ala Ser 
315 320 325 330 

acc acg tct gag acc att cag tac agg aag get gtg aaa gec act ctg 1119 
Thr Thr Ser Glu Thr He Gin Tyr Arg Lys Ala Val Lys Ala Thr Leu 
335 340 345 

gtg ctg ctg ccc etc ctg ggc ate acc tac atg ctg ttc ttc gtc aat 1 1 67 
Val Leu Leu Pro Leu Leu Gly lie Thr Tyr Met Leu Phe Phe Val Asn 
350 355 360 

ccc ggg gag gat gag gtc tec egg gtc gtc ttc ate tac ttc aac tec 1215 
Pro Gly Glu Asp Glu Val Ser Arg Val Val Phe lie Tyr Phe Asn Ser 
365 370 375 



20 



ttc ctg gaa tec ttc cag ggc ttc ttt gtg tct gtg Uc tac tgt ttc 1263 
Phe Leu Glu Ser Phe Gin Gly Phe Phe Val Ser Val Phe Tyr Cys Phe 
380 385 390 

etc aat agt gag gtc cgt tct gee ate egg aag agg tgg cac egg tgg 1311 
Leu Asn Ser Glu Val Arg Ser Ala He Arg Lys Arg Trp His Arg Trp 
395 400 ~ 405 410 

cag gac aag cac teg ate cgt gee cga gtg gec cgt gee atg tec ate 1 359 
Gin Asp Lys His Ser He Arg Ala Arg Val Ala Arg Ala Met Ser He 
415 420 425 

ccc acc tec cca acc cgt gtc age ttt cac age ate aag cag tec aca 1407 
Pro Thr Ser Pro Thr Arg Val Ser Phe His Ser He Lys Gin Ser Thr 
430 435 440 

gca gtc tgagctggca ggtcatggag cagcccccaa agagctgtgg ctggggggat 1 463 
Ala Val 



gaeggecagg ctccctgacc accctgcctg tggaggtgac ctgttaggtc tcatgcccac 1 523 
tcccccagga gcagctggca ctgacagcct gggggggccg ctctccccct geagcegtg 1 582 

<210> 15 
<211>444 
<212> PRT 
<213> Homo sapiens 

<400> 15 

Met Gly Gly His Pro Gin Leu Arg Leu Val Lys Ala Leu Leu Leu Leu 
15 10 15 

Gly Leu Asn Pro Val Ser Ala Ser Leu Gin Asp Gin His Cys Glu Ser 

20 25 30 

Leu Ser Leu Ala Ser Asn He Ser Gly Leu Gin Cys Asn Ala Ser Val 

35 40 45 

Asp Leu He Gly Thr Cys Trp Pro Arg Ser Pro Ala Gly Gin Leu Val 

50 55 60 

Val Arg Pro Cys Pro Ala Phe Phe Tyr' Gly Val Arg Tyr Asn Thr Thr 
65 70 75 80 

Asn Asn Gly Tyr Arg Glu Cys Leu Ala Asn Gly Ser Trp Ala Ala Arg 

85 90 95 

Val Asn Tyr Ser Glu Cys Gin Glu lie Leu Asn Glu Glu Lys Lys Ser 

100 105 110 

Lys Val His Tyr His Val Ala Val He He Asn Tyr Leu Gly His Cys 
115 120 125 
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He Ser Leu Val Ala Leu Leu Val Ala Phe Val Leu Phe Leu Arg Leu 

130 135 140 

Arg Pro Gly Cys Tlir His Trp Gly Asp Gin Ala Asp Gly Ala Leu Glu 
145 150 155 160 

Val Gly Ala Pro Trp Ser Gly Ala Pro Phe Gin Val Arg Arg Ser He 

165 170 175 

Arg Cys Leu Arg Asn He He His Trp Asn Leu He Ser Ala Phe He 

180 185 190 

Leu Arg Asn Ala Thr Trp Phe Val Val Gin Leu Thr Met Ser Pro Glu 

195 200 205 

Val His Gin Ser Asn Val Gly Trp Cys Arg Leu Val Thr Ala Ala Tyr 

210 215 220 

Asn Tyr Phe His Val Thr Asn Phe Phe Trp Met Phe Gly Glu Gly Cys 
225 230 235 240 

Tyr Leu His Thr Ala He Val Leu Thr Tyr Ser Thr Asp Arg Leu Arg 

245 250 255 

Lys Trp Met Phe He Cys He Gly Trp Gly Val Pro Phe Pro He lie 

260 265 270 

Val Ala Trp Ala He Gly Lys Leu Tyr Tyr Asp Asn Glu Lys Cys Trp 

275 280 " 285 

Phe Gly Lys Arg Pro Gly Val Tyr Thr Asp Tyr He Tyr Gin Gly Pro 

290 295 300 

■ Met lie Leu Val Leu Leu He Asn Phe He Phe Leu Phe Asn He Val 
305 310 315 320 

Arg lie Leu Met Thr Lys Leu Arg Ala Ser Thr Thr Ser Glu Thr lie 

325 330 ~ 335 

Gin Tyr Arg Lys Ala Val Lys Ala Thr Leu Val Leu Leu Pro Leu Leu 

340 345 350 

Gly He Thr Tyr Met Leu Phe Phe Val Asn Pro Gly Glu Asp Glu Val 

355 360 365 

Ser Arg Val Val Phe He Tyr Phe Asn Ser Phe Leu Glu Ser Phe Gin 

370 375 380 

Gly Phe Phe Val Ser Val Phe Tyr Cys Phe Leu Asn Ser Glu Val Arg 
385 390 395 400 

Ser Ala He Arg Lys Arg Trp His Arg Trp Gin Asp Lys His Ser He 

405 410 415 

Arg Ala Arg Val Ala Arg Ala Met Ser lie Pro Thr Ser Pro Thr Arg 

420 425 430 

Val Ser Phe His Ser He Lys Gin Ser Thr Ala Val 
435 440 



